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1) A large-scale targeted proteomics assay resource based on an in vitro human proteome.,
Matsumoto M, et al., Nat Methods., 2017 Mar;14(3):251-258.
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Carbohydrate Metabolism (#)50%)

ACO, ADPGK, ALDH, ALDOA, CS, DERA, DLAT, DLST, ENO1,
FH, G6PD, GAPDH, GPI, HK2, IDH, LDH, MDH, PDHA, PFK,
PGD, PGK1, PGLS, PKM, PRPS, SDHB, SUCLA, TKT, * * - etc.

Nucleotide Metabolism (#50%&)

ADSL, ADSS, AK, AMPD, CMPK, CTPS, DCK, DTYMK, DUT,
GUK, HPRT, IMPDH, ITPA, NME, NUDT, PAICS, PNP, PNPT,
POLR, PPAT, PRIM, RRM, TXNRD, UCKL, UMPS, - - - etc.

AHCY, APIP, BCAT, CAT, CBS, CKB, CTH, ENOPH, FAH, GAMT,
GLS, GLUD, GOT, GPT, HIBADH, HNMT, IVD, MAT, MIF, MPST,
MUT, NIT2, NOS1, OAT, PHGDH, PSAT1, PSPH, * - - etc.
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.- 2) PKM1 Confers Metabolic Advantages and
Calorkey =nd histogram A FiE#5:266/3427& Promotes Cell-Autonomous Tumor Cell Growth.,

_ Morita M, et al., Cancer Cell. 2018 Mar 12;33(3):355-367.
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3) PHGDH as a Key Enzyme for Serine Biosynthesis in
HIF2a-Targeting Therapy for Renal Cell Carcinoma.,
Yoshino H., et al., Cancer Res. 2017 Nov 15;77(22):6321-6329.
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