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Matsumoto M, et al., Nat Methods., 2017 Mar;14(3):251-258.
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_ Morita M, et al., Cancer Cell. 2018 Mar 12;33(3):355-367.
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3) PHGDH as a Key Enzyme for Serine Biosynthesis in
HIF2a-Targeting Therapy for Renal Cell Carcinoma.,
value Yoshino H., et al., Cancer Res. 2017 Nov 15;77(22):6321-6329.
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